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Detection of point mutation by single base extension 
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Fig.2 



Detection of point mutation by hybridisation to ASOs 
and chain extension 
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Fig.3 



A. Detection of point mutation by tag ligation to ASOs 



ASO 1 




Duplex 



tonnauoQ 



Ugatc 



Tag ligation 
succeeds 



Detection 
positive 



ASO 2 



Duplex _ 
fonn&non f O o_ 



- Ta g ligation 



Tag ligati on — 



fails 



Detecooo 

neganve **Pp~ 



B. Detection of point mutation by ligation to Ubrary of differentially tagged ASOs 
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Fig.4a 

Analysis of VNTRs by ligation of tag to allelic variants 

A. Target repeats equal probe 
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B. Target repeats more than probe 
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C. Target repeats less than probe 
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Fig.4b 

Analysis of VNTRs by Ugation of tag to allelic variants 

A. Target repeats equal probe 
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Fig.5 



Measurement of VNTRs by labelled chain extension 
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Analysis of VNTRs by ligation of tag followed by chain extension 

A, Target repeats equal probe 
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C. Target repeats less than probe 
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